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[# F )84 THERMIX ZE 4575 (Hepatitis B virus, HBV ) 3£ F B 10 45 G B 0 S-S # 8 B AT . # kSR 9k
e B R A ESE LY (Real-time genotyping and quantitative PCR , GQ-PCR ) X Uit 8 4 il i AR A 34T HBV L A EIHE &,
£ 21152 PR MIE AR A L0 73 BY 148 #£(97.37%) , H o B EE R 109 6 (F 88 #l. < 21 F)[E BIE W F 4~12 logcopies/ml,
W{E AR UEZE (7.9421.44) logycopies/ml] . C ZEF AL 10 B (5B 6 4] . 4 ) [E B{EEHE 5~10 logycopies/ml . 57 {E ¥l b #E 2=
(8.12+1.64) logwcopies/ml] FEF B+C iB-AEY 29 (5 24 ] % 5 1)) € BENEFE 4~10 logicopies/ml  BIERIARIER (7.45+1.59)
logycopies/ml], & HZRAI5H1HN 73.65% (2B 74.58% % 70.00%) .6.76%(F 5.08% .2 13.30%).19.59% (B 20.34% 2 16.70%) ,
43t RHX HBV EHEAAILL B BRI B+C RSN T, SHIJUAEA LR, C BIA TR, BEFEAEF SHESITEE(P0.05),
HBV #E7E B.C Bl K B+C RAR = F 2RI LS H ¥ ER (P>0.05), 76AEIER PCR(GQ-PCR)E R S E Mt Bk, fei
[F e VR AR T e RAR A%3#E4 T HBY ZE R 43 B K8 Bl | 357 B UG S A B R %
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Analysis of genotype and quantification of hepatitis B virus
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[ Abstract)Objective: To make precise quantitation and distribution analysis of hepatitis B virus (HBV) genotypes in Chongging.
Methods: Real-time genotyping and quantitative PCR (GQ-PCR) was used to genotype and quantitate the HBV strains. Results: A
total of 148(97.37% )out of the 152 strains were successfully genotyped. Among them, 109 patients (88 males and 21 females) had
genotype B with quantity ranging from 4~12 logicopies/ml, and mean and standard deviation of (7.94+1.44) logcopies/ml, 10 pa—
tients (6 males and 4 females) had genotype C with quantity ranging from 5~10 log,,copies/ml, and mean and standard deviation of
(8.12£1.64) log,copies/ml,29 patients (24 males and 5 females) had mixtures of genotype B and C with quantity ranging from
4~10 logycopies/ml,and mean and standard deviation of (7.45x1.59) logcopies/ml. The detecting rates of genotype B, genotype C,
and genotype B and C were 73.65% (74.58% in males,70.00% in females),6.76% (5.08% in males, 13.30% in females),and
19.59% (20.34% in males, 16.70% in females) ,respectively. Conclusion: Genotype B is the most dominant type for HBV strains,
followed by mixed genotype B and C infection. Genotype C decreased compared with the previous years. There is no relationship be—
tween the gender and HBV genotypes. No significant difference was found between HBV genotype and HBV DNA level. GQ-PCR has
a higher sensitivity and specificity for precise simultaneous genotyping and quantifing HBV clinical samples and can replace the tra—
ditional genotyping assays.
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PIREE, TUSREZE, A B IE C.D RS ERES
JTR BRI  Kao FHA N B B A K HBV BRI E54F
REEWIFEAEEA R, T Yin SHED B+C BEREEEIAE
FRERBAFRER AR BRMCEER, ITHRE
RuIX BRI EERE B A 4AR , RATRAE T /T LA AR B 24 C
B H X B+C B A& B R BE MR F R GQ-PCR &%t
BEMEZIFRaETen, SREH,ZRE B B HE
BEBTHEREY, KX R EFHI2EE L (P<0.05),HBV
BHRFEIAT G TR (P>0.05), 55 5 5 0BRSS 8 — B,
FRPERMX SRS L B RFA N B R
R WA B+C IRE R, C B H &L,

AHFAE S B+C RARKEMEM T B A HRERTC
E(P<0.05), BATEI B+C IR ARIMA H R IR U BT 4
BAFAR, HI 5t B+C B4 B A5 T H Al STk
HIHGE, R EEA LA IJLA S ERIER . 55— B AT HBV
FEE AR IR 20 BEE & B sts . EENFEE
B HA EE BN SR, BHE & R, LAY
H—RIFEIR AR AT & LB R T 20%A4 880 H . BIRER S|
P1iE A INNO-LiPA MRS ERERA — E M BURMEA I 2R
ARIFEE (EAGIABE LB WA T GQ-PCR B:AI{E
FUREANAT [F] i 5 7% FR ) HBV 2:R43 8 K% DNA &8, 3
E B+C B A3 R B AG I 45 45 40 O ok S e IS A 1k
TR R B A RER IR S & HBV By, AT
& R 3R A B R UL T, 8 T BB
SHIREEE R ENRAG A AR R R WA T HE N T 8 3 P BV AR O
FRILLE, B BT HBV ISERIER U EEE RN, 2
VR RAEFE A HBY FHE R A THA, 5B TN
BIRYT I T WRIRAS T, A SR Bl ARTAY B B C RUAR
29 B &l B+CIRAREE, 55 = HBV fERNE DR AIER
FE  RERHA K EL B.C By T EANE , HErdbsr
MAMBEFOACH L C B RE , R REER
B AER, MART (8. 7%)B.C BHLFIET, MIT»
22T REATEA D B Sh AN AE SUBL , AT BB S BUR A B
A RLlE i

ARSI AL BB/ HBV RH AL, i B AR Hoda % Evk
1Tef, REEETREIERZF 100 ME NS, 85 84T B Fi
FRATR R (LR SUE N 1 000 M5 IU/ml) , RATIFSRSS
R E/R :HBV DNA /K¥7E HBV J:[H A ) 015 A Geit2
£ R, 5ICHOHE —3, % HBV 3 B C RI7ERGL A
WERIRE TS, B TR ARG B A RN E BRI
¥, HBV IR & BI0] SEX HUR B2 N B A4, F H R AT 68
H BT 24 AR B bk, DA T 2 BT B VA T A 5 I, B R GE
HBV IR &R T B IR AE T ZE, M BRHEIHE
SHEEBRTRTIGT MR RE D, Nt — RS 5
AR SN FBR R ANESR,

GQ-PCR 1 H AR A R B MUER B JFilid 5 B3k
TP 3 AN R 8 B 7 B AR LR T AR 8 B8 TEY, GQ-PCR A
AT LAK AR B+C IRABIMEH, BREXTESEI &R
AR R T RS B R AURERIRY TR I,
T HAE A SHE A 2 R B 4 E B TR L B LR

AR R R 2 A B AR s R A LRI A K B.C Y,

HEl B ERBEH 1 9 MER, C BB 6 LA,
A B IFR,B) WAL AR ER M AR Z —,
Bl C REEB LR F R ERBRESBUAEMENEE,
H L FAIMERHE— % B.C BISAT IR, H Wt E
TR C XHE 307 X B 5
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